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g it il e Cuan Al s Svedberg unig ssyée sas 5
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(17.435%)

Theodor Svedbers
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‘55m‘je&j\‘jw‘dﬁwdmwﬂ\@yu\ﬁD_)AY\‘\JM\DML;JALE
Al g o) b (e ST L le 5 a6l 5l Aiin 8 o g gal ) () ALKI Ll sl
80S Canil lewany ga l5i 5 40S 5 60S4 5L Slassll G callty Cus al 53l
TRNA & il 87l 5 RNA gl sl ST ol S 13 ribosome
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Jelwlly 2Lall y substratessy) ol Ll ¥ e 71508 a5y 05 of sy
S Gl e aaall Elaal) e Judidll 1 Bale)y ml g ady Sl
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/leas <Y precursor RNAs

sl 2sas e ) Gle s 05 0 RNA 00 RNASE Padl 5sel W sy
4ld RNASEe Padl ysul ) 8 sl ¢ jadl Ll ¢ daall s saa s RNA o1 V)
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cosall Ledyas A sladl s 38 Lay; 138 RNA I alle o)) Ay ) 4S5 ) 5 33LS
s A ydll Ll g5l 5 RNA ) &3 DNA I e <l slaall J85 L aaiey il
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fEluiiny) exy dolee 8 4 6l LS 3aa 5 M) core RNA polymerases il zlisy e
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¢t Alee ¢ A sS DNA J 3 poly A ol o33y o

Cms stem loop structuresbedl s 85 a1l S 5 (g A8 5 A8le elllia Fluiin¥) sledl Adee (A o
fan3e s (rho subunit s, dalall 24l #Lsal

fadaptorsaliially s ddap sl iy ol tRNA I i o oan o

¢80Sails 70S 5% 50See 30Sg sene ilyy o

zanaall il sal) sl ;SN )
L =RNA polymerase. s =y o
a. DNA dependent DNA polymerase b. DNA depend®¥A polymerase c. RNA
dependent DNA polymerase d. RNA dependent RNArmetase
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a. 100 b. 1000 c.10000 c.100000
........ & transcription start poingLeiuy) duy il aése o 3l o) o
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.......... 2 o g 3l gll A igag 0 A TATAAA duluillaa g o
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.............. & Bl iy A mMRNA
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Fleiia¥) Llee A eadl As je A RNA polymerasgu il lbisfe o ..., .
a.028 b.A2B8 c.A2Bp oc. Onlyo
Sl dilee 8 ALY As je A RNA polymerases » lisSe & e,
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a.a b.p cy do
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a.rRNA b. mRNA c.tRNA d. snRNA
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Ghlecae S Gl ) gl
promoter, Pribnow box, spliceosome, polyadenylatmmty A polymerase, monocistronic.
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|
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Hpall Haemophilus CICGG
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3 Al ) (POIYT) coall aaaie dilal oy Ll Slae S5 (7,10 JSS)
DNA a3l das g3 iandl) Lpamnsy Jay 53 o illeill (S Lin 5 Zaa) 51 DNA ) oasl
terminal a3 Ji (e Ciloaall Jadll S 1315 cpagl JBLI S & 58l 0p i ligase
gl (e Cua LAY 5 il Jan o (S ladie Clas Sk transferase
50 Jpdilh eoaY) e eny 5 Aplall cilay i) JB (e aalis i of G583
S s dgall o3 o e a2l e homopolymer tailingosiaial el sl
OS5 lledll oz sl G sl elliad LTy A 5l clilgill aal (g0 4y gaa
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sl (recombinant plasm)disaed 2 53 oy A Sl Ji) ol (andlds
A Ay g shul LBel Oles s (Chimerd sedSIh cusall DNA ) e
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